Supplementary figures
Supplementary Figure S1 . Predicted fecal levels of pimelate, butyrate and acetate according to 1 H-NMR measurement.
The levels were determined according to the normalized intensities calculated from the 1 
H-NMR measurements (n=5). Boxes denote the interquartile range
between the first and third quartiles, and the lines within the boxes denote the median values. P-values were calculated using the Mann-Whitney U test. **P < 0.01. RPKM values were used in Z-score analysis and defined by different colors, as indicated at the bottom. Each cell in the lattice represents the value of each sample. Gray color indicates that there are no genes in the database that were used in this analysis.
-8 -Supplementary Figure S3 . Z-score analysis of bacterial RPKM value related to butyrate synthesis.
RPKM values were used in Z-score analysis and defined by different colors, as indicated at the bottom. Each cell in the lattice represents the value of each sample. Gray color indicates that there are no genes in the database that were used in this analysis. 
Supplementary Tables
Supplementary Table S1 . Bacterial gene expression of cytochrome P450 BioI predicted by the blastX program.
Origin Gene name
Median RPKM (interquartile range) E-value 
